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Table 1
	GENE ONTOLOGY OF FT0 vs FG (MOLECULAR FUNCTION)
	
	
	
	

	Column #
	Transcript Cluster ID
	gene_assignment
	Gene Symbol
	RefSeq
	p-value(FT0 vs. FT-96)
	Fold-Change(FT0 vs. FT-96)

	30575
	8157270
	NM_001859 // SLC31A1 // solute carrier family 31 (copper transporters), member 1
	SLC31A1
	NM_001859
	0.004083
	-1.48776

	21802
	8073032
	NM_020243 // TOMM22 // translocase of outer mitochondrial membrane 22 homolog (y
	TOMM22
	NM_020243
	0.046242
	-1.39196

	17075
	8026035
	NM_017682 // BEST2 // bestrophin 2 // 19p13.2 // 54831 /// ENST00000042931 // BE
	BEST2
	NM_017682
	0.017208
	-1.38792

	32210
	8172580
	NM_005183 // CACNA1F // calcium channel, voltage-dependent, L type, alpha 1F sub
	CACNA1F
	NM_005183
	0.025176
	-1.29706

	9815
	7952132
	NM_001164277 // SLC37A4 // solute carrier family 37 (glucose-6-phosphate transpo
	SLC37A4
	NM_001164277
	0.008433
	-1.25573

	17254
	8027719
	NM_001037 // SCN1B // sodium channel, voltage-gated, type I, beta // 19q13.1 // 
	SCN1B
	NM_001037
	0.042473
	-1.22595

	16137
	8016578
	NM_005827 // SLC35B1 // solute carrier family 35, member B1 // 17q21.33 // 10237
	SLC35B1
	NM_005827
	0.002076
	-1.22313

	16066
	8015991
	NM_000342 // SLC4A1 // solute carrier family 4, anion exchanger, member 1 (eryth
	SLC4A1
	NM_000342
	0.048194
	-1.22052

	21643
	8071489
	NM_005446 // P2RX6 // purinergic receptor P2X, ligand-gated ion channel, 6 // 22
	P2RX6
	NM_005446
	0.027085
	-1.21747

	9117
	7945902
	NM_016320 // NUP98 // nucleoporin 98kDa // 11p15.5 // 4928 /// NM_139132 // NUP9
	NUP98
	NM_016320
	0.031233
	-1.21595

	8555
	7940226
	NM_000139 // MS4A2 // membrane-spanning 4-domains, subfamily A, member 2 (Fc fra
	MS4A2
	NM_000139
	0.046502
	-1.20104

	15450
	8009353
	NM_181671 // PITPNC1 // phosphatidylinositol transfer protein, cytoplasmic 1 // 
	PITPNC1
	NM_181671
	0.027962
	-1.18275

	14049
	7995222
	NM_003041 // SLC5A2 // solute carrier family 5 (sodium/glucose cotransporter), m
	SLC5A2
	NM_003041
	0.009854
	-1.15297

	23873
	8094441
	NM_006424 // SLC34A2 // solute carrier family 34 (sodium phosphate), member 2 //
	SLC34A2
	NM_006424
	0.004842
	-1.14291

	14627
	8001082
	NM_005629 // SLC6A8 // solute carrier family 6 (neurotransmitter transporter, cr
	SLC6A8
	NM_005629
	0.009883
	1.10204

	5558
	7910446
	NM_007357 // COG2 // component of oligomeric golgi complex 2 // 1q42.2 // 22796 
	COG2
	NM_007357
	0.040765
	1.13629

	6333
	7918449
	NM_004974 // KCNA2 // potassium voltage-gated channel, shaker-related subfamily,
	KCNA2
	NM_004974
	0.017043
	1.16571

	20176
	8056518
	NM_002976 // SCN7A // sodium channel, voltage-gated, type VII, alpha // 2q21-q23
	SCN7A
	NM_002976
	0.034705
	1.18351

	6716
	7922162
	NM_006996 // SLC19A2 // solute carrier family 19 (thiamine transporter), member 
	SLC19A2
	NM_006996
	0.025936
	1.1837

	
	
	
	
	
	
	



Table 2
	GENE ONTOLOGY OF FT72 vs FG (MOLECULAR FUNCTION)
	
	
	
	

	Column #
	Transcript Cluster ID
	gene_assignment
	Gene Symbol
	RefSeq
	Fold-Change(FT72 vs. FT-96)
	p-value(FT72 vs. FT-96)

	21060
	8065963
	NM_152930 // CPNE1 // copine I // 20q11.22 // 8904 /// NM_152931 // CPNE1 // cop
	CPNE1
	NM_152930
	-1.35084
	0.0447797

	28903
	8142171
	NM_000111 // SLC26A3 // solute carrier family 26, member 3 // 7q31 // 1811 /// E
	SLC26A3
	NM_000111
	-1.34739
	0.017951

	30575
	8157270
	NM_001859 // SLC31A1 // solute carrier family 31 (copper transporters), member 1
	SLC31A1
	NM_001859
	-1.32172
	0.0111728

	16137
	8016578
	NM_005827 // SLC35B1 // solute carrier family 35, member B1 // 17q21.33 // 10237
	SLC35B1
	NM_005827
	-1.27362
	0.00121173

	10965
	7964177
	NM_012064 // MIP // major intrinsic protein of lens fiber // 12q13 // 4284 /// E
	MIP
	NM_012064
	-1.22228
	0.0435458

	24663
	8101762
	NM_000345 // SNCA // synuclein, alpha (non A4 component of amyloid precursor) //
	SNCA
	NM_000345
	-1.19516
	0.0108724

	9117
	7945902
	NM_016320 // NUP98 // nucleoporin 98kDa // 11p15.5 // 4928 /// NM_139132 // NUP9
	NUP98
	NM_016320
	-1.18948
	0.0423293

	11185
	7966356
	NM_001040107 // HVCN1 // hydrogen voltage-gated channel 1 // 12q24.11 // 84329 /
	HVCN1
	NM_001040107
	-1.16463
	0.0409629

	5558
	7910446
	NM_007357 // COG2 // component of oligomeric golgi complex 2 // 1q42.2 // 22796 
	COG2
	NM_007357
	-1.14639
	0.0343913

	26304
	8117304
	NM_005495 // SLC17A4 // solute carrier family 17 (sodium phosphate), member 4 //
	SLC17A4
	NM_005495
	-1.14266
	0.045745

	6355
	7918703
	NM_006594 // AP4B1 // adaptor-related protein complex 4, beta 1 subunit // 1p13.
	AP4B1
	NM_006594
	-1.13744
	0.0113756

	13958
	7994058
	NM_001039 // SCNN1G // sodium channel, nonvoltage-gated 1, gamma // 16p12 // 634
	SCNN1G
	NM_001039
	1.10861
	0.0280286

	28375
	8137352
	NM_003040 // SLC4A2 // solute carrier family 4, anion exchanger, member 2 (eryth
	SLC4A2
	NM_003040
	1.15435
	0.0134377

	32354
	8173979
	NM_007052 // NOX1 // NADPH oxidase 1 // Xq22 // 27035 /// NM_013955 // NOX1 // N
	NOX1
	NM_007052
	1.16056
	0.0311842

	9398
	7948249
	NM_003627 // SLC43A1 // solute carrier family 43, member 1 // 11p11.2-p11.1 // 8
	SLC43A1
	NM_003627
	1.16667
	0.000483668

	9802
	7952004
	NM_174934 // SCN4B // sodium channel, voltage-gated, type IV, beta // 11q23.3 //
	SCN4B
	NM_174934
	1.18436
	0.0359767

	10577
	7960099
	NM_170683 // P2RX2 // purinergic receptor P2X, ligand-gated ion channel, 2 // 12
	P2RX2
	NM_170683
	1.19353
	0.00808491

	21958
	8074701
	NM_004173 // SLC7A4 // solute carrier family 7 (cationic amino acid transporter,
	SLC7A4
	NM_004173
	1.19786
	0.0460642

	10143
	7955297
	NM_001651 // AQP5 // aquaporin 5 // 12q13 // 362 /// ENST00000293599 // AQP5 // 
	AQP5
	NM_001651
	1.19826
	0.00617867

	10142
	7955290
	NM_000486 // AQP2 // aquaporin 2 (collecting duct) // 12q12-q13 // 359 /// ENST0
	AQP2
	NM_000486
	1.20131
	0.0380824

	21757
	8072587
	NM_000343 // SLC5A1 // solute carrier family 5 (sodium/glucose cotransporter), m
	SLC5A1
	NM_000343
	1.20599
	0.0471076

	6333
	7918449
	NM_004974 // KCNA2 // potassium voltage-gated channel, shaker-related subfamily,
	KCNA2
	NM_004974
	1.27261
	0.00477529

	10515
	7959267
	NM_002560 // P2RX4 // purinergic receptor P2X, ligand-gated ion channel, 4 // 12
	P2RX4
	NM_002560
	1.29668
	0.0293057

	
	
	
	
	
	
	



Table 3
	GENE ONTOLOGY OF FT72 vs FT0 (MOLECULAR FUNCTION)
	
	
	
	[bookmark: _GoBack]

	Column #
	Transcript Cluster ID
	gene_assignment
	Gene Symbol
	RefSeq
	p-value(FT0 vs. FT-96)
	Fold-Change(FT0 vs. FT-96)

	5558
	7910446
	NM_007357 // COG2 // component of oligomeric golgi complex 2 // 1q42.2 // 22796 
	COG2
	NM_007357
	0.0407651
	1.13629

	9936
	7953274
	NM_000217 // KCNA1 // potassium voltage-gated channel, shaker-related subfamily,
	KCNA1
	NM_000217
	0.0526215
	1.22627

	20176
	8056518
	NM_002976 // SCN7A // sodium channel, voltage-gated, type VII, alpha // 2q21-q23
	SCN7A
	NM_002976
	0.0347046
	1.18351

	24663
	8101762
	NM_000345 // SNCA // synuclein, alpha (non A4 component of amyloid precursor) //
	SNCA
	NM_000345
	0.97575
	1.00104

	6716
	7922162
	NM_006996 // SLC19A2 // solute carrier family 19 (thiamine transporter), member 
	SLC19A2
	NM_006996
	0.025936
	1.1837

	6355
	7918703
	NM_006594 // AP4B1 // adaptor-related protein complex 4, beta 1 subunit // 1p13.
	AP4B1
	NM_006594
	0.847499
	-1.00485

	13958
	7994058
	NM_001039 // SCNN1G // sodium channel, nonvoltage-gated 1, gamma // 16p12 // 634
	SCNN1G
	NM_001039
	0.785916
	1.00768

	23873
	8094441
	NM_006424 // SLC34A2 // solute carrier family 34 (sodium phosphate), member 2 //
	SLC34A2
	NM_006424
	0.00484178
	-1.14291

	10143
	7955297
	NM_001651 // AQP5 // aquaporin 5 // 12q13 // 362 /// ENST00000293599 // AQP5 // 
	AQP5
	NM_001651
	0.092387
	1.06586

	8234
	7937852
	NM_002555 // SLC22A18 // solute carrier family 22, member 18 // 11p15.5 // 5002 
	SLC22A18
	NM_002555
	0.220751
	-1.06664

	9398
	7948249
	NM_003627 // SLC43A1 // solute carrier family 43, member 1 // 11p11.2-p11.1 // 8
	SLC43A1
	NM_003627
	0.17034
	1.01691

	28375
	8137352
	NM_003040 // SLC4A2 // solute carrier family 4, anion exchanger, member 2 (eryth
	SLC4A2
	NM_003040
	0.836644
	1.00616

	10577
	7960099
	NM_170683 // P2RX2 // purinergic receptor P2X, ligand-gated ion channel, 2 // 12
	P2RX2
	NM_170683
	0.445185
	1.02493

	14049
	7995222
	NM_003041 // SLC5A2 // solute carrier family 5 (sodium/glucose cotransporter), m
	SLC5A2
	NM_003041
	0.00985416
	-1.15297

	21643
	8071489
	NM_005446 // P2RX6 // purinergic receptor P2X, ligand-gated ion channel, 6 // 22
	P2RX6
	NM_005446
	0.0270848
	-1.21747

	15450
	8009353
	NM_181671 // PITPNC1 // phosphatidylinositol transfer protein, cytoplasmic 1 // 
	PITPNC1
	NM_181671
	0.0279616
	-1.18275

	10142
	7955290
	NM_000486 // AQP2 // aquaporin 2 (collecting duct) // 12q12-q13 // 359 /// ENST0
	AQP2
	NM_000486
	0.985055
	1.00105

	6124
	7916248
	NM_006671 // SLC1A7 // solute carrier family 1 (glutamate transporter), member 7
	SLC1A7
	NM_006671
	0.0544551
	-1.18769

	32210
	8172580
	NM_005183 // CACNA1F // calcium channel, voltage-dependent, L type, alpha 1F sub
	CACNA1F
	NM_005183
	0.0251761
	-1.29706

	9802
	7952004
	NM_174934 // SCN4B // sodium channel, voltage-gated, type IV, beta // 11q23.3 //
	SCN4B
	NM_174934
	0.225829
	-1.07341

	23506
	8090823
	NM_005630 // SLCO2A1 // solute carrier organic anion transporter family, member 
	SLCO2A1
	NM_005630
	0.0912133
	-1.2321

	17320
	8028332
	NM_004823 // KCNK6 // potassium channel, subfamily K, member 6 // 19q13.1 // 942
	KCNK6
	NM_004823
	0.14979
	-1.17151

	17075
	8026035
	NM_017682 // BEST2 // bestrophin 2 // 19p13.2 // 54831 /// ENST00000042931 // BE
	BEST2
	NM_017682
	0.0172083
	-1.38792

	15833
	8013616
	NM_080669 // SLC46A1 // solute carrier family 46 (folate transporter), member 1 
	SLC46A1
	NM_080669
	0.254083
	-1.17019

	14539
	8000323
	NM_005003 // NDUFAB1 // NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex
	NDUFAB1
	NM_005003
	0.328682
	-1.15322
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